BA_2677 family bacteriocins

BA_2677
YP_0B4014,1
ZP_03234428,1
YP_036780,1
NP_B32442,1
YP_001645299,1
ZP_03107636,1
YP_002338623,1
ZP_00741089,1
YP_002446107,1
2P_00240549,1
NP_579019,1
YP_002367408,1
YP_001375144,1
YP_001645091 .1
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MHEF BRELUSLHLHDY AT GHY Y WDP RS EY Py T ADDARRCGGEG GGG -RCGGEGE-—FR
MHOFOQELQSLHLHOY AT GHVYYILWORAASAY Py I A0DARRCGGLGGLEG-REGE ——————E
MHEF ARELLASLMLHOY AT GHW W WDEEARS Y PY ™™ I ADDARRCGGEGGEGG-RECG GGG -—F
MHEF BRELUSLHLHOY AT GHY Y WDEARSEY Py T ADDARRCGGEG GGG -RCG LG E-—F
MHEF BEELASLMLHDY AT GHV WY IWONEESEY By T ADDNERCCLEGLECL=RCGLLCLL ==—F
MHEF BRELUALMLMAY APGHW WY WDEUUN DY Py I ADDARREGGEG G-G5-ECG GG E-—F
MHEF BRELUSLHLHOY AT GHYY Y WOPARSEY Py I ADDARRCGGEG G-—==RCGGEGE-—F
MHEFBRELDSLNLNDY QT GHY Y LWDRAASY Py [ ADDARRCGGEG G -———REGGEGL-—F
MHOFGHELGTLMLHOY AT GHWW Y WDEARSHY Py T ADDARRCGGEGGEGG-RCG LG E-GR
MHEFEHELUTLHLHOY AT GHY Y Y WDEGARSEY Py T ADDARRCGGEG GGG -RCGEEGE=GR
MHQFQHELQTLHLHDYQTGHUUYMDBQQSQYPYYYIQGDHRREGGEGGEGG ~RCGGLGE-GR

MNBFQQELQSLNLNDYQTGNUUYMDQQQNQYPYYYIﬂGDURREGGEGGEGG-REGGEGG-—R
MHEF BRELASLSLMOY BPGH WY WO=GUHE Y P HMEAEDARREGG
MHHFORELAALSLHDY AP GEH Iy lJD - QQHDYPYYYITDDHEREGGEGGEGGGREGGEEGGGE

ZP_03233379.1 MHEF RLELBALSLHDY BSEMY YWD =LHNEY P L EDAARREGGER ————— FCGGEE===GF
NP_978937.1 MMEF OHEL DAL SLNDY ASEMYYYWD-QONGY PY'r'y I EDAARREGGLG G-—-—-REGE--—-GR
NP_B32311,1 MNEF QHELOALSLNDYRSGN IV WD-QONDY Py T EDAARREGELE ————— RCGGCGE-GR
YP_002367295, 1 MMHEF ORELOALSLNDYRSGN IVYWD-QONGY Py T EDAARREGECE ————— RCGGLGG-GR
ZP_00744092,1 MMEF QRET BALSLNDYRSGN TV YWD-QENGY Py I EDAARREGELG -———— RCGGLGG-GR
ZP_00239435,1 MNEF OREL @ALSLNDY ASGD IVYWD-QANGY P’y I EDT ARREGECE ————— RCGGCG-—GR
YP_002445982, 1 MHEFOAET OALSLNDYRSGH TV LIO-QENGY Py T EDAARREGEEE ————— RCGGCGE-GR
YP_002338620, 1 MNOF OHEL DAL SLNOY SEMNYYLIO0-QONDY Py T EDAARREGELE ~————m——————m GR
NTO3BL1107.1 MOPFHOEL 5L EMOHF QADDMTH.OPDRHH=—=—-—- ANV KHEASE ==—mm SERSE---AS
BA_2677 60 EEGEAG--—-- BEGERE-—B-EFE--—————- EFNELIFLIL T 80
YP_084014,1 62 CGECAG————— REGGET G-—~CAGEF G-m—mmmmmmm CF NELMLI I 90
ZP_03234428,1 60 CGGECAG-———- RCGGEIG-—CYGEFG-————————— CF NELML Il 80
YP_036780, 1 60 CGECAG—-—-— RCGELI G-—CAGEF B-————————m CF HELIML] T 80
NP_B32442,1 65 CGECAG———-— REGGEIR-—~CAGEFS-m—=mmmmmm CF NELMLI I a3
YP_001645299,1 59 CGGLGG-EEGERCGELYE—-—CyGEFS--——m————m CSNELIHLI I 94
2P_03107636,1 57 CGGCAG————- RCGGLL G-—CAGEF G- ——————mm CF HELIMLI T B85
YP_002338693,1 57 CGGEAG==—=——— REGELL Gm==CRAGRLEF [ —————— CF HEW WL IT B85
ZP_00741089,1 66 CGGLGG-———- Y Y e — CFNEW ML I 91
YP_002446107,1 61 CGGCGG-—-——- B 8/C- BB E-—————- CF NELIMLLI VI 86
2P_00240549,1 61 CGEG-——————————- 8 E-—BAGRFB-——-—-——-— CF HELIMLLI 11 82
NP_979019,1 60 CBG-——————————- LV G=—CAGLF Gmm—mmmmmmm CF NELMLI I B1
YP_002367408,1 60 DBRR-——————————— R G [ [ NI TT BL
YP_001375144,1 46 NGNGB B-——————- EF HELML == m e e FFI-—- 65
YP_001645091,1 62 EGE--GREGGFREFGLFG--CFSCFG-EGEESNESNEFOGF MGT —m—m————n TVTFEY 106
2P_03233379,1 54 CGGEAGRCGGFRCFEEFG-—CF GEFS-CEGEEESEGS ESNEr HET -———- —SDRIVIYEY 103
NP_578937.1 54 CGE——FREGGFREFGEFG-—CFGEFS-CEGEAEEES CENEF MET ———— —SORTVIYEY 101
HP_B32311.1 B8 CGG=-=-FRCGGFRCIGEF G==CF GEGS=CRGEGGEGGESHEFOGF =-=-TOTTGTIVTYEY 108
YP_002367295,1 56 LCGG--FRCGGFRCIGLFG--CFGEGE-CEECGECGEESNEFDGF —-=TOTTGTIVIYEY 106
2P_00744092,1 56 LCGG=-FRCGGFRCIGEFG=-C1GCGG-C] GEGGEGEESHEFOGFSGTTOTTRTIITYEY 109
ZP_00239435,1 55 CGG--FRCGGFRCIGLFG--CF GEGE-CHGEGTEGEESHEF SGFNGTTOTTETIVTYEY 108
YP_002445982,1 56 CGE--FREGGFRLIGLFG--CFGEGGE-CEG—————- CSHEFNGFSGTTOTTGTIITYEY 103
YP_002338620,1 49 CGE—-FRCGHFRCFGEFG-—CF GEF S-CGRCGE5———CSNEFHET————— —SDAIYIYEY 93
NTO3BL1107.1 48 C——-—LISCAGHSCWSEMGHS CISEAG-————— HE--ClSCWHGE M B0
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