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FEDIFDVKDIDPEGKK-FDRVSRLHCESESFK-MDLILDVNIQIYPVDLGDKFRLVIAST 18 PSRADQFEYVMYGKVYR ATRLSAYVSYGGL.LMRLQGDANNL---HGFEVDSRVYLLMK
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Trichomonas vaginalis 154422638

—

Giardia lamblia 71075425

— Theileria annulata 84999542

_|:Cryptosporidium parvum 66362188
Plasmodium falciparum 124805803

Saccharomyces cerevisiae 133340

Leishmania infantum 146091778

Tetrahymena thermophila 118345758

Paramecium tetraurelia 145527078

— Dictyostelium discoideum 66816149

Caenorhabditis elegans 2833302
Drosophila melanogaster 21358365
Homo sapiens 99032143

Oryza sativa 108712076

Arabidopsis thaliana 28466897

_|

91

_|7

Aeropyrum perix 118431688

Staphylothermus marinus 126465807
Hyperthermus butylicus 124027356

Sulfolobus tokodaii 15920524
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Thermofilum pendens 119719267

Korarchaeum sp.

Caldivirga maquilingensis 126353193
Pyrobaculum arsenaticum 145592327

Pyrobaculum aerophilum 18313112
Pyrobaculum islandicum 119872466

Ignicoccus hospitalis 156937953
I: Sulfolobus solfataricus 15897220
78 Metallosphaera sedula 146305016

_|: Sulfolobus acidocaldarius 70606468

- DNA-directed RNA polymerase subunit RpoG
> small RNA-binding protein, ortholog of LSM6
D Transcription initiation factor TFIIIB, Brf1 subunit
D Queuine/archaeosine tRNA-ribosyltransferase

|— Pyrobaculum calidifontis 126459669
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- DNA-directed RNA polymerase subunit RpoF
|:> Uncharacterized protein, specific for Thermoproteales

- Ribosomal protein S17e
D Transcription factor CBF/NF-Y histone
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