
 Giardia lamblia 71075425

 Saccharomyces cerevisiae 133340

 Oryza sativa 108712076
 Arabidopsis thaliana 28466897

 Dictyostelium discoideum 66816149
 Caenorhabditis elegans 2833302

 Drosophila melanogaster 21358365
 Homo sapiens 99032143

 Tetrahymena thermophila 118345758
 Paramecium tetraurelia 145527078

 Leishmania infantum 146091778

 Aeropyrum pernix 118431688
 Staphylothermus marinus 126465807

 Hyperthermus butylicus 124027356

 Sulfolobus solfataricus 15897220

 Sulfolobus acidocaldarius 70606468
 Sulfolobus tokodaii 15920524

 Thermofilum pendens 119719267
 Korarchaeum sp.

 Caldivirga maquilingensis 126353193
 Pyrobaculum arsenaticum 145592327

 Pyrobaculum aerophilum 18313112
 Pyrobaculum islandicum 119872466

 Pyrobaculum calidifontis 12645966950
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 Trichomonas vaginalis 154422638

 Theileria annulata 84999542
 Cryptosporidium parvum 66362188
 Plasmodium falciparum 124805803

 DNA-directed RNA polymerase subunit RpoG  DNA-directed RNA polymerase subunit RpoF

 Queuine/archaeosine tRNA-ribosyltransferase

 Small RNA-binding protein, ortholog of LSM6

 Ribosomal protein S17e

 Uncharacterized protein, specific for Thermoproteales

 Transcription factor CBF/NF-Y histone

 Transcription initiation factor TFIIIB, Brf1 subunit

 Ignicoccus hospitalis 156937953

 Metallosphaera sedula 146305016

126353193 C.maquilingensis   4 YRGTYKVTGIEYE----PNNVVKLRLEGEGSL-ITVELPAI--INKFKQGDSVLISLSSS  2 ENYKGNWDVYMWGMVYY  0 LGENFMRISIGGFILHLEGNVS-----SRPNLGDKIYVGLK 111 
119719267 T.pendens         27 RLMRGVVRSVGRLGYALVERVGIAGDGVE----VEVEIPVR4AGLGLREGVEVVFEVARE  0 AGSIDEWSVVMQGEVYL  2 EGESAVYASLGGLQLVVKSPKIY----NEFNVGDKVYFKLA 141 
145592327 P.arsenaticum      1 MEFPLRVVEISDG----LPNVIKLRDGVE----VTVELPLEKIGVKLRVGDQVKLVIHKE  1 DSDLTKYKIYAWGVVYF  0 VGKDMTRISIGGLQLDIGTE-------LPLKVGEKVYIGIL 104 
18313112  P.aerophilum       1 MEFSLAVVDVTND----MPNVIKLKGDVE----ATIELPLEKLGVVFSVGDRLKLVLQKE  1 DQDLNKYKVYAWGIVYY  0 VGNGMTRISIGGLQLDIMKE-------LPLKAGEKIYVGIL 104 
119872466 P.islandicum       1 MEFLLKVEEISND----FPNTIKLKGDVD----ITIELPLNILGIKLSKGENVKLVLQQE  1 DKELHKYKVYAWGIVYY  0 VGNNITRISIGGLQLDIMKE-------LPLKVGEKVYIGII 104 
126459669 P.calidifontis     1 MEFSLSVVDITSD----FPNVIKLSGDVE----ATVELPLEKLGVALKKGDKIRLVLSKE  1 DGDLSKYKVYMWGIVYH  0 VAEELTRISIGGLQLDIKKK-------LPLAIGEKVYIGIL 104 
118431688 A.pernix           3 KKLDLKIESMEPGK---LQGQLIATAKSKK---ATVMFDVIKDLVPLSEGDRIVIEVLEE  1 PKSLDKYVFCGHGYKVP  1 EKSGVDILSVWGILFVFEPQ-------IELELDKKYYVCIS 109 
124027356 H.butylicus        7 VAFEGTVVSVEPEL---IPKLYVTRIKSNNGE-YEVEMDTHSELIVFKEGDNVLVELSRS  1 PEYRDGVDFVGRGTVVS  4 GETYAALISMGGLLFIIRSRKE-----LDLAPVEKVYVKVA 120 
15897220  S.solfataricus     9 IILSCEINSIERGS---LKNLSMVNMSCNG---FNVSFDIIDSINIFSQKEKVKVIISKN  1 PSYSHD-DFCGHGYIVT  9 GNKYTTIISLYGLLVKIISNKESFLRTSQLNIMDHVYFCVK 129 
70606468  S.acidocaldarius   5 MQGTCKISSIEKGA---LKNLYVVKMDCDND--LKIEFDITKELSIFSKDEEVTFIISRE  1 PEYSEK-DFCAHGYLFL  5 DGSFIDEISLYGLIVKILSKNGLI-NSKLFKMMDHVYYCVK 121 
15920524  S.tokodaii         9 VETTCKITSIDKGS---LKGLIIIKMDCGI---YQVEFDILESINIFKQEENVSMIISRE  1 PVYTSN-DFCAHGYLFY  4 GNKILDQISLFGLIVKIYSEKGLI-GNSLFKMMDHVYFCVK 123 
126465807 S.marinus          6 VSYECKVRSIEPLR---YIGMYRAISDCDS---VEITLEMNEKLMKISEGDDLVINISTS  0 KKECLQHHFCGKGHVVS  4 DNTYRVVVSIAGILVVIKMKEQPK---SPFKVMNELYIGVS 118 
146305016 M.sedula           7 FSEMCKIDSIKKGE---LRDLLIVAVRCQD---TEFNLDMISSLNMFKDGENVNVILSKE  0 RPDFTEKDFCAHGYVVT  5 DGTFVTIISFFGPLLRISSKDDFL-KRAGLNVMDHVYFCVR 122 
156937953 I.hospitalis       1 MECSGKVTDIQKGK---IPYTNILVFECDD---KKVEMLLHEDLITFVKGEAARFVVSEE  1 PQFKQGVDFCGRGVLVR  0 DDGDKKLFSIGGFVVVLHNFQE------KFKENVKYYICLM 107 
          Korarchaeum sp.   11 YLSKVRLSSVRSDP---IFDINILSFESLDRS-FEATLEFPKGLIDLKEGMEADLTLGEE  0 ----GEGDIIMKGVVYK  2 DSSRTIEISFHGLLMKLTYSKAAP---FKLSQGEEVYLTIK 119 
154422638 T.vaginalis        4 LTKNFRCTAVDPDGKQ-FDDVSRIKATTDEGD-YELVLDYNCFIYEIKQDQLFQLNISTQ 20 STLAASYEYIMHGKVYN  6 TNRATVYVSYGGLLMSLTGDRNTI---AGIQRGKEVYLLIS 142 
71075425  G.lamblia          4 YSSRFSIASFDPECVKYYDNIGRVLLESTDDPDVFLTLDYNLELYPKLNKN5VQILSSIS 21 HDAYPDLDYAMHGTVFE  4 GDKVDMFISFGGLIAKLQAPAFRL---ERFKFGMKLYLLCC 147 
84999542  T.annulata         8 FEDRFLVRSIDNSK---FERVSRLSAKSTGFD-AELLLDYNSDLLQVYNKQVLHILITNS 16 PSLLGDYEYAMYGKIFK  5 SETRTIYASFGGLLMSLTADKQVV---ADLDLDMKIYLLVR 139 
146091778 L.infantum         8 LEDTFTVNGVNTEGTV-YLRVSRIRCVNQDGS-LTITTDINSEEFPVSTNDRLTIVLANS 19 ETRLNDCDYAMHGRVYG  6 GLEVNVHISCGGLLVNIVGKPQGL---RDVHYNSDVYILIK 145 
118345758 T.thermophila      8 LEDRFKLEEIKKEEK--FSKVERVVLVSDNN--IKIEIDIHTDLYSMKKGNQYWVMITSS 18 ESIKDKFEYVMHGKIYN  6 AKTVSIFASFGGLLMKVSGKDEDL---KNFNVDSRIYILIR 142 
145527078 P.tetraurelia      9 IDEYFKVEDIDQAGQS-FKRVSRIKCKSKSGE-VDMELDVNIDIYPIDKGSEYRVLIVRS 20 NELLEKFQYAMFGRVFK  5 NKMINVFASFGGLILKLSGKSEEL---DKFADDQRVYLLMR 146 
66362188  C.parvum           8 FEDRFVINSVDSGK---FDRIGRIRGRSVGFD-ADLILDINNELFPVREKESLYIGLSSQ 15 QTLMDQYDYVMYGKIYR  5 SDRRSLYASFGGLLMSLTADKNLV---GDFSLDMRLYCLVR 138 
124805803 P.falciparum       7 FEDRFVISSVDNSK---FEKVSRIKAKSTGYD-AELILDVHSELFKVEEKKAIYLALQDK 14 NVPLNNIEYIMSGRIFK  5 SERRTVYASFGGLMMALTTDKQFI---GDLEIDMKIYLLTK 136 
133340    S.cerevisiae       6 FDDIFQVSEVDPGR---YNKVCRIEAASTTQDQCKLTLDINVELFPVAAQDSLTVTIASS 24 RSLADDYDYVMYGTAYK  5 KDLIAVYYSFGGLLMRLEGNYRNL---NNLK-QENAYLLIR 145 
108712076 O.sativa           6 FEDIFTVTRLDPDGKK-FDRVSRIEARSDQFD-MYMQLDVATDVYPMHPGDRFTMVLVPT 17 KTLADKYEYVMHGKLYK 11 AKKVEMYASFGGLLVMLKGDPSSA---ANFELDQRLFLLMR 146 
28466897  A.thaliana         8 FEDIFVVDQLDPDGKK-FDKVTRVQATSHNLE-MFMHLDVNTEVYPLAVGDKFTLALAPT 17 KTLADKYEYIMHGKLYK  7 TPKAELYVSFGGLLMLLKGDPAHI---SHFELDQRLFLLMR 144 
66816149  D.discoideum       6 FEDTFEVKEIDPDGKK-FDRVSRFVCYSENYE-MDLQIDIATHIYPLGHE-RFKMVLASS 17 PSLADKYDYVMYGKIFK  6 SSKVSVFASFGGLLVLLQGDPRYL---PGIELDARIYLLIK 140 
2833302   C.elegans          6 FDDMFKVKSVDPDGKK-FDRVSRYFCDAESFK-MELIIDINSQIYPLKQNDKVRLVLATT 17 YPRIKQYEYVMYGKVYR  9 GGKLAAYASFGGLLMRLKGEAINL---HGFEVDMNLYLLMK 144 
21358365  D.melanogaster     6 FEDIFNVKDMDPEGKK-FDRVSRLHCESESFK-MDLILDINSWLYPMELGDKFRLVLATT 18 GTRADSFEYVMYGKIYR  9 ASRLSAYVSFGGLLMRLQGDANNL---HGFEVDQHMYLLMK 145 
99032143  pdb:2F3I(H.sapiens)6 FEDIFDVKDIDPEGKK-FDRVSRLHCESESFK-MDLILDVNIQIYPVDLGDKFRLVIAST 18 PSRADQFEYVMYGKVYR 10 ATRLSAYVSYGGLLMRLQGDANNL---HGFEVDSRVYLLMK 146 
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