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1118 ————* 1379 2623 ——— > 2781 222211 X at
3217 —= 3224 BCO11547
Locus ID SAGEAcc Affy ID Correlation Gene Name
54581 BC0O11547 222211 x at 0.77 SCAND2
54581 BC0O11547 215670 _s_at -0.70 SCAND2
* Probe set 215670_s_at is not mapped o SCAND2 RefSeq sequence.
8482
/11— HEE CReBlisoforma !
i 7—— i GREB1 isoform b 428 ——————— 743
11 GREB1 isoform ¢ 266 co4
492 ———————— 773
8119 — R448 205862 _at (isoform a) 118 337
— Elx“}iéliati?soizonn b) 780 —= TOG
- 210855 _at (isoform c) 303 —= 312
8107 — 8116  NM_014668 (isoform a)
Locus ID SAGE Acc Affy ID Correlation
7178 BM312955 212869 x at 0.48

LocusID SAGE Acc Affyv_ID Correlation |Gene Name 7178 | BM 312055 | 214327 x at 0.74

9687 NM_014668 |205862_at 0.45 GREB1 =178 | BM312055 211043 = at 057

9687 NM_014668 |210855_at -0.33 GREB1 7178 BM312955 216520 s _at 20.69

9687|NM_ 014668 210562 at -0.49 GREB1 7178 BM991200 212869 w at -0.17
1056 At 210855 ] dtoal v splicing variants 7178 BM991299 214327 x_at -0.43
*210562_at, 210855_at are mapped to alternative splicing variants 7178 BMO901200 211043 x at 0.48

7178 BM991299 216520 s_at 0.22
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